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- Table 1. Sampling conditions and number of VOCs, MVOCs and concentration of MVOCs
IntrOd uction (ng m-3) at a waste water treatment plant and farm.
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(MVOCs) can be done in order to quantify bioaerosols. (ngm?)
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Air has been collected from urban, rural and industrial areas with TD- o | o
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Figure 1. Schematic representation of different sampling techniques depending Air samples from industrial, rural and urban environments will be collected
the d t lysi ired . - - : T
on e downstream ahalysis require with TD-tubes. VOCs and MVOCs will be identified by GC-MS.
Chemometric analysis will be performed and specific MVOCs from each
Results site will be identified. Data will be correlated with MVOCs database to

determine the microbial species.
Total VOCs, MVOCs and concentration of MVOCs (ng m-) detected
and quantified in a wastewater treatment plant and a farm at different
flow rate and sampling time regimes are shown in Table 1 and Figure 2.
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