Table S1. Maximum concentrations of pathogenic viruses and indicators found in various types of raw and treated waters reported in multiple publications. Treated effluent include tertiary treated effluent from wastewater treatment plants, surface waters include lakes, reservoirs, watershed, catchment, dams, river, creek and stream, subsurface waters include groundwater and well water and treated potable waters include treated drinking water from drinking water treatment plants, distribution system and point of use supply from 70 published studies. 
ΣnD+ – cumulative number of positive detects, ΣnD – cumulative number of sampling datapoints, ΣnS – cumulative number of sampling sites, nD+ /nD  – ratio of positive detects to total sampling  datapoints.
	Phage/Indicator
	Matrix
	Max range
	Unit
	ΣnD+
	ΣnD
	ΣnS
	References

	Aichi virus
	Treated effluent
	3.85 - 5.826
	log 10 copies/L
	174
	265
	14
	(Azhdar et al., 2019; Betancourt et al., 2014; Kitajima et al., 2014, 2013; Prevost et al., 2015; Rachmadi et al., 2021; Tandukar et al., 2020a)

	Aichi virus
	Reclaimed water
	1.54
	log 10 copies/L
	5
	10
	1
	(Rachmadi et al., 2021)


	Aichi virus
	Surface waters
	2.03 - 8.919
	log 10 copies/L
	157
	434
	37
	(Rachmadi et al., 2021)(Canh et al., 2021)(Gu et al., 2018)(Hata et al., 2021)Azhdar et al. (2019)Prevost et al. (2015)Hata et al. (2014)Betancourt et al., 2014Haramoto and Kitajima, 2017(Prevost et al., 2016)Tandukar 2018

(Azhdar et al., 2019; Betancourt et al., 2014; Canh et al., 2021; Gu et al., 2018; Haramoto and Kitajima, 2017; Hata et al., 2021, 2014; Prevost et al., 2016, 2015; Rachmadi et al., 2021; Tandukar et al., 2018)

	Aichi virus
	Subsurface water
	4.18 - 6.3
	log 10 copies/L
	26
	52
	18
	Haramoto and Kitajima, 2017Betancourt et al., 2014

(Betancourt et al., 2014; Haramoto and Kitajima, 2017)

	Aichi virus
	Treated water
	minus 1 - 2.037
	log 10 copies/L
	5
	154
	63
	(Canh et al., 2021)Haramoto and Kitajima (2017)(Prevost et al., 2016)(Malla et al., 2019)

(Canh et al., 2021; Haramoto and Kitajima, 2017; Malla et al., 2019; Prevost et al., 2016)

	Adenovirus
	Treated effluent
	3.5-8.95
	log 10 copies/L
	277#
	353#
	33
	(Purnell et al., 2020)(Morrison et al., 2020)(Tandukar et al., 2020)(Farkas et al., 2018)Katayama et al., 2008Simmons and Xagoraraki, 2011Prevost et al. (2015)Betancourt et al., 2014(Wu et al., 2020)Hamza et al., 2011Kitajima et al., 2014Qiu 2018Schlindwein et al., 2010

(Betancourt et al., 2014; Farkas et al., 2018; Hamza et al., 2011; Katayama et al., 2008; Kitajima et al., 2014; Morrison et al., 2020; Prevost et al., 2015; Purnell et al., 2020; Qiu et al., 2018; Schlindwein et al., 2010; Simmons and Xagoraraki, 2011; Tandukar et al., 2020b; Wu et al., 2020)


	Adenovirus
	Reclaimed water
	1.29-4.35
	log 10 copies/L
	25
	44
	3
	(Rusiñol et al., 2020)(Bailey et al., 2018)(Rachmadi et al., 2021)

(Bailey et al., 2018; Rachmadi et al., 2020; Rusiñol et al., 2020)


	Adenovirus
	Surface waters
	1.2 - 7.7
	log 10 copies/L
	1002#
	1527#
	133
	(Sylvestre et al., 2021)(Jamal et al., 2020)(Purnell et al., 2020)(Pang et al., 2019)(Farkas et al., 2018)(Merrett et al., 2013)(Rusiñol et al., 2020)(Rachmadi et al., 2021)Cooksey et al., 2019)(Schijven et al., 2019)
(Gu et al., 2018)(Vergara et al., 2015)Hamza et al., 2011(Canh et al., 2021)(Jurado et al., 2019)Hamza et al., 2009Haramoto et al., 2007Dong et al., 2010Rezaeinejad et al., 2014Liang et al., 2015
Albinana-Gimenez et al., 2006Fong et al., 2010Hata et al. (2014)Prevost et al. (2015)Betancourt et al., 2014(Prevost et al., 2016)(Sedji et al., 2018)(Mackowiak et al., 2018)Wolf et al., 2010Haramoto et al., 2010Haramoto et al., 2012Tandukar 2018Fongaro 2013


(Albinana-Gimenez et al., 2006; Betancourt et al., 2014; Canh et al., 2021; Cooksey et al., 2019; Dong et al., 2010; Farkas et al., 2018; Fong et al., 2010; Fongaro et al., 2013; Gu et al., 2018; Hamza et al., 2009, 2011; Haramoto et al., 2012, 2010, 2007; Hata et al., 2014; Jamal et al., 2020; Jurado et al., 2019; Liang et al., 2015; Mackowiak et al., 2018; Merrett et al., 2013; Pang et al., 2019; Prevost et al., 2016, 2015; Purnell et al., 2020; Rachmadi et al., 2021; Rezaeinejad et al., 2014; Rusiñol et al., 2020; Schijven et al., 2019; Sedji et al., 2018; Sylvestre et al., 2021a; Tandukar et al., 2018; Vergara et al., 2015; Wolf et al., 2010)


	Adenovirus
	Subsurface water
	minus 1.148 - 3.278
	log 10 copies/L
	203
	2246
	175
	(Morrison et al., 2020)(Rusiñol et al., 2020)(Sorensen et al., 2021)(Kauppinen et al., 2018)(Stokdyk et al., 2020)Betancourt et al., 2014Borchardt et al., 2012


(Betancourt et al., 2014; Borchardt et al., 2012; Kauppinen et al., 2018; Morrison et al., 2020; Rusiñol et al., 2020; Sorensen et al., 2021; Stokdyk et al., 2020)

	Adenovirus
	Treated water
	2.2-7.2
	log 10 copies/L
	39
	218
	83
	(Malla et al., 2019)(Kauppinen et al., 2018)(Prevost et al., 2016)(Canh et al., 2021)(Rusiñol et al., 2020)Fongaro 2013Lambertini et al., 2008Dong et al., 2010

(Canh et al., 2021; Dong et al., 2010; Fongaro et al., 2013; Kauppinen et al., 2018; Lambertini et al., 2008; Malla et al., 2019; Prevost et al., 2016; Rusiñol et al., 2020)

	Astrovirus
	Treated effluent
	4.04 - 6.19
	log 10 copies/L
	108
	190
	12
	Le Cann et al., 2004El-Senousy et al., 2007El-Senousy et al., 2007Prevost et al. (2015)Qiu 2018

(El-Senousy et al., 2007; Le Cann et al., 2004; Prevost et al., 2015; Qiu et al., 2018)

	Astrovirus
	Surface waters
	1.991 - 4.232
	log 10 copies/L
	197
	622
	29
	(Gu et al., 2018)(Vergara et al., 2015)(Pang et al., 2019)Rezaeinejad et al., 2014Liang et al., 2015Prevost et al. (2015)(Prevost et al., 2016)El-Senousy et al., 2007El-Senousy et al., 2007

(El-Senousy et al., 2007; Gu et al., 2018; Liang et al., 2015; Pang et al., 2019; Prevost et al., 2016, 2015; Rezaeinejad et al., 2014; Vergara et al., 2015)

	Astrovirus
	Treated water
	3.36
	log 10 copies/L
	1
	73
	6
	El-Senousy et al., 2007El-Senousy et al., 2007(Prevost et al., 2016)

(El-Senousy et al., 2007; Prevost et al., 2016)

	Enterovirus
	Treated effluent
	2.97 - 5.477
	log 10 copies/L
	152
	323
	26
	(Tandukar et al., 2020)Katayama et al., 2008Ottoson et al., 2006Simmons and Xagoraraki, 2011Prevost et al. (2015)Betancourt et al., 2014(Morrison et al., 2020)Kitajima et al., 2014Qiu 2018

(Betancourt et al., 2014; Katayama et al., 2008; Kitajima et al., 2014; Morrison et al., 2020; Ottoson et al., 2006; Prevost et al., 2015; Qiu et al., 2018; Simmons and Xagoraraki, 2011; Tandukar et al., 2020a)

	Enterovirus
	Reclaimed water
	3.4
	log 10 copies/L
	4
	22
	2
	(Rachmadi et al., 2021)(Rusiñol et al., 2020)

(Rachmadi et al., 2021; Rusiñol et al., 2020)

	Enterovirus
	Surface waters
	0.477 - 7.5
	log 10 copies/L
	144
	713
	86
	(Hata et al., 2021)(Rachmadi et al., 2021)(Gu et al., 2018)(Diston et al., 2018)(Salvador et al., 2020a) (Sylvestre et al., 2021)(Canh et al., 2021)(Pang et al., 2019)Rose et al., 2006Fuhrman et al., 2005Hata et al. (2014)Prevost et al. (2015)(Prevost et al., 2016)(Mackowiak et al., 2018)Betancourt et al., 2014(Rusiñol et al., 2020)Hamza et al., 2009Tandukar 2018



(Betancourt et al., 2014; Canh et al., 2021; Diston et al., 2018; Fuhrman et al., 2005; Gu et al., 2018; Hamza et al., 2009; Hata et al., 2021, 2014; Mackowiak et al., 2018; Pang et al., 2019; Prevost et al., 2016, 2015; Rachmadi et al., 2021; Rose et al., 2006; Rusiñol et al., 2020; Sylvestre et al., 2021a; Tandukar et al., 2018)

	Enterovirus
	Subsurface water
	0.36 - 2.929
	log 10 copies/L
	133
	2213
	166
	Betancourt et al., 2014Borchardt et al., 2012(Stokdyk et al., 2020)(Morrison et al., 2020)(Rusiñol et al., 2020)

(Betancourt et al., 2014; Borchardt et al., 2021; Morrison et al., 2020; Rusiñol et al., 2020; Stokdyk et al., 2020)

	Enterovirus
	Treated water
	minus 1 to 4.6
	log 10 copies/L
	28
	210
	81
	(Malla et al., 2019)(Prevost et al., 2016)(Canh et al., 2021)(Rusiñol et al., 2020)Lambertini et al., 2008(Salvador et al., 2020a) 

(Canh et al., 2021; Lambertini et al., 2008; Malla et al., 2019; Prevost et al., 2016; Rusiñol et al., 2020)

	Hepatitis A virus
	Treated effluent
	5.643
	log 10 copies/L
	3
	37
	7
	Simmons and Xagoraraki, 2011(Teixeira et al., 2020)Schlindwein et al., 2010

(Schlindwein et al., 2010; Simmons and Xagoraraki, 2011; Teixeira et al., 2020)

	Hepatitis A virus
	Surface waters
	2.86-4.278
	log 10 copies/L
	15
	30
	4
	Rose et al., 2006(Blanco et al., 2019)

(Blanco et al., 2019; Rose et al., 2006)

	Hepatitis A virus
	Subsurface water
	0.6 - 2.1301
	log 10 copies/L
	15
	1252
	24
	(Sorensen et al., 2021)Borchardt et al., 2012(Teixeira et al., 2020)

(Borchardt et al., 2012; Sorensen et al., 2021; Teixeira et al., 2020)

	Hepatitis A virus
	Treated water
	-1
	log 10 copies/L
	1
	47
	4
	(Salvador et al., 2020a) (Teixeira et al., 2020)

(Teixeira et al., 2020)

	Hepatitis E virus
	Surface waters
	1.94 - 5.04
	log 10 copies/L
	22
	97
	25
	(Gu et al., 2018)(Salvador et al., 2020b)(Rusiñol et al., 2020)Albinana-Gimenez et al., 2006

(Albinana-Gimenez et al., 2006; Gu et al., 2018; Rusiñol et al., 2020)

	Hepatitis E virus
	Subsurface water
	1.328 - 2.82
	log 10 copies/L
	3
	41
	9
	(Rusiñol et al., 2020)(Sorensen et al., 2021)

(Rusiñol et al., 2020; Sorensen et al., 2021)

	Hepatitis E virus
	Treated water
	3.95
	log 10 copies/L
	24
	42
	4
	(Salvador et al., 2020b)(Rusiñol et al., 2020)

(Rusiñol et al., 2020; Salvador et al., 2020b)

	Norovirus
	Treated effluent
	2.179 - 4
	log 10 copies/L
	48
	58
	8
	Jennings et al., 2020)Ottoson et al., 2006Lodder and de Roda Husman, 2005van den Berg et al., 2005

(Jennings et al., 2020; Lodder and De Roda Husman, 2005; Ottoson et al., 2006; Van Den Berg et al., 2005)

	Norovirus
	Surface waters
	2.7 - 4.8
	log 10 copies/L
	83
	280
	33
	(Jamal et al., 2020)(Pang et al., 2019)Jennings et al., 2020)(Merrett et al., 2013)Lodder and de Roda Husman, 2005

(Jamal et al., 2020; Jennings et al., 2020; Lodder and De Roda Husman, 2005; Merrett et al., 2013; Pang et al., 2019)

	Norovirus GI
	Treated effluent
	2.886 - 6.945
	log 10 copies/L
	249
	437
	30
	(Teixeira et al., 2020)(Farkas et al., 2018)da Silva et al., 2007Kitajima et al., 2012Haramoto et al., 2006Katayama et al., 2008Nordgren et al., 2009Kitajima et al., 2014Simmons and Xagoraraki, 2011Prevost et al. (2015)(Tandukar et al., 2020)Qiu 2018

(Da Silva et al., 2007; Haramoto et al., 2006; Katayama et al., 2008; Kitajima et al., 2014, 2012; Nordgren et al., 2009; Prevost et al., 2015; Qiu et al., 2018; Simmons and Xagoraraki, 2011; Teixeira et al., 2020)

	Norovirus GI
	Reclaimed water
	1.225 - 6.677
	log 10 copies/L
	8
	67
	6
	(Rachmadi et al., 2021)(Rusiñol et al., 2020)(Prado et al., 2019)

(Prado et al., 2019; Rachmadi et al., 2021; Rusiñol et al., 2020)

	Norovirus GI
	Surface waters
	1.819 - 5
	log 10 copies/L
	322
	951
	85
	(Farkas et al., 2018)(Salvador et al., 2020a) (Gu et al., 2018)(Hata et al., 2021)(Rachmadi et al., 2021)(Vergara et al., 2015)Haramoto et al., 2005Haramoto et al., 2012Rezaeinejad et al., 2014Prevost et al. (2015)Liang et al., 2015(Prevost et al., 2016)(Sedji et al., 2018)(Rusiñol et al., 2020)Hamza et al., 2009Wolf et al., 2010(Mattioli et al., 2021)(Diston et al., 2018)(Teixeira et al., 2020)Tandukar 2018(Hartard et al., 2016)

(Diston et al., 2018; Farkas et al., 2018; Gu et al., 2018; Hamza et al., 2009; Haramoto et al., 2005, 2012; Hartard et al., 2016; Hata et al., 2021; Liang et al., 2015; Prevost et al., 2015, 2016; Rachmadi et al., 2021; Rezaeinejad et al., 2014; Rusiñol et al., 2015; Salvador et al., 2020a; Sedji et al., 2018; Tandukar et al., 2018; Teixeira et al., 2020; Vergara et al., 2015; Wolf et al., 2010)

	Norovirus GI
	Subsurface water
	1.505 - 3.9852
	log 10 copies/L
	57
	1278
	35
	(Jurado et al., 2019)(Mattioli et al., 2021)(Sorensen et al., 2021)Borchardt et al., 2012(Rusiñol et al., 2020) (Teixeira et al., 2020)

(Borchardt et al., 2012; Jurado et al., 2019; Rusiñol et al., 2020; Sorensen et al., 2021; Teixeira et al., 2020)

	Norovirus GI
	Treated water
	-1.096
	log 10 copies/L
	4
	208
	69
	(Prevost et al., 2016)(Canh et al., 2021)(Rusiñol et al., 2020)(Teixeira et al., 2020)(Mattioli et al., 2021)(Malla et al., 2019)(Salvador et al., 2020a) 

(Canh et al., 2021; Malla et al., 2019; Prevost et al., 2016; Rusiñol et al., 2020; Salvador et al., 2020a; Teixeira et al., 2020)

	Norovirus GII
	Treated effluent
	1.54 - 6.986
	log 10 copies/L
	238
	446
	39
	(Tandukar et al., 2020)(Farkas et al., 2018)(Miura et al., 2021)(Teixeira et al., 2020)da Silva et al., 2007Kitajima et al., 2012Haramoto et al., 2006Katayama et al., 2008Nordgren et al., 2009Kitajima et al., 2014Simmons and Xagoraraki, 2011Prevost et al. (2015)Qiu 2018


(Da Silva et al., 2007; Farkas et al., 2018; Haramoto et al., 2006; Katayama et al., 2008; Kitajima et al., 2014, 2012; Miura et al., 2021; Nordgren et al., 2009; Prevost et al., 2015; Qiu et al., 2018; Simmons and Xagoraraki, 2011; Tandukar et al., 2020b; Teixeira et al., 2020)

	Norovirus GII
	Reclaimed water
	1.426 - 7.33
	log 10 copies/L
	18
	89
	7
	(Rachmadi et al., 2021)(Bailey et al., 2018)(Rusiñol et al., 2020)(Prado et al., 2019)

(Bailey et al., 2018; Prado et al., 2019; Rachmadi et al., 2021; Rusiñol et al., 2020)

	Norovirus GII
	Surface waters
	1.4248 - 5.7
	log 10 copies/L
	492
	1082
	128
	(Sylvestre et al., 2021)(Rusiñol et al., 2020)(Farkas et al., 2018)(Rachmadi et al., 2021)(Salvador et al., 2020a) (Gu et al., 2018)(Vergara et al., 2015)(Hata et al., 2021)(Canh et al., 2021)(Miura et al., 2019)Haramoto et al., 2005Haramoto et al., 2012Wolf et al., 2010Rezaeinejad et al., 2014Liang et al., 2015Hata et al. (2014)Hata et al., 2011Prevost et al. (2015)(Prevost et al., 2016)(Sedji et al., 2018)(Hartard et al., 2016)(Mackowiak et al., 2018)Hamza et al., 2009(Mattioli et al., 2021)(Diston et al., 2018)(Teixeira et al., 2020)Tandukar 2018



(Canh et al., 2021; Diston et al., 2018; Farkas et al., 2018; Gu et al., 2018; Hamza et al., 2009; Haramoto et al., 2005, 2012; Hartard et al., 2016; Hata et al., 2011, 2014, 2021; Liang et al., 2015; Mackowiak et al., 2018; Miura et al., 2019; Prevost et al., 2015, 2016; Rachmadi et al., 2021; Rezaeinejad et al., 2014; Rusiñol et al., 2020; Salvador et al., 2020a; Sedji et al., 2018; Sylvestre et al., 2021a; Tandukar et al., 2018; Teixeira et al., 2020; Vergara et al., 2015; Wolf et al., 2010)

	Norovirus GII
	Subsurface water
	1.47 - 6.146
	log 10 copies/L
	11
	2239
	180
	(Jurado et al., 2019)(Stokdyk et al., 2020)(Mattioli et al., 2021)(Kauppinen et al., 2018)(Rusiñol et al., 2020)Borchardt et al., 2012) Teixeira et al., 2020)(Miura et al., 2021)

(Borchardt et al., 2012; Jurado et al., 2019; Kauppinen et al., 2018; Mattioli et al., 2021; Miura et al., 2021; Rusiñol et al., 2020; Stokdyk et al., 2020; Teixeira et al., 2020)

	Norovirus GII
	Treated water
	minus1.04 - 4.5
	log 10 copies/L
	47
	225
	70
	(Salvador et al., 2020a) (Malla et al., 2019)(Kauppinen et al., 2018)(Prevost et al., 2016)(Canh et al., 2021)(Rusiñol et al., 2020)(Mattioli et al., 2021)(Teixeira et al., 2020)

(Canh et al., 2021; Kauppinen et al., 2018; Malla et al., 2019; Prevost et al., 2016; Rusiñol et al., 2020; Salvador et al., 2020a; Teixeira et al., 2020)

	Polyomavirus
	Treated effluent
	4.167-6.1
	log 10 copies/L
	95
	186
	14
	(Tandukar et al., 2020)(Wu et al., 2020)(Farkas et al., 2018)Hamza et al., 2011Kitajima et al., 2014Qiu 2018

(Betancourt et al., 2014; Farkas et al., 2018; Hamza et al., 2011; Qiu et al., 2018; Tandukar et al., 2020a; Wu et al., 2020)

	Polyomavirus
	Reclaimed water
	1.158 - 5.45
	log 10 copies/L
	6
	22
	2
	(Rachmadi et al., 2021)(Rusiñol et al., 2020)

(Rachmadi et al., 2021; Rusiñol et al., 2020)

	Polyomavirus
	Surface waters
	1.819-7.1
	log 10 copies/L
	309
	621
	55
	(Rachmadi et al., 2021)Stachler et al., 2018)(Canh et al., 2021)Hamza et al., 2009Liang et al., 2015Albinana-Gimenez et al., 2006Haramoto et al., 2010Haramoto et al., 2012(Farkas et al., 2018)(Rusiñol et al., 2020)(Sylvestre et al., 2021)Hamza et al., 2011Tandukar 2018

(Albinana-Gimenez et al., 2006; Canh et al., 2021; Farkas et al., 2018; Hamza et al., 2011, 2009; Haramoto et al., 2012, 2010; Liang et al., 2015; Rachmadi et al., 2021; Rusiñol et al., 2020; Stachler et al., 2018; Sylvestre et al., 2021b; Tandukar et al., 2018)

	Polyomavirus
	Subsurface water
	0.204
	log 10 copies/L
	11
	976
	146
	(Stokdyk et al., 2020)(Rusiñol et al., 2020)

(Rusiñol et al., 2020; Stokdyk et al., 2020)

	Rotavirus
	Treated effluent
	4.462-6.28
	log 10 copies/L
	91
	164
	15
	Lodder and de Roda Husman, 2005Prevost et al. (2015)(Miura et al., 2021)Qiu 2018

(Lodder and De Roda Husman, 2005; Miura et al., 2021; Prevost et al., 2015; Qiu et al., 2018)

	Rotavirus
	Reclaimed water
	2.8
	log 10 copies/L
	1
	10
	1
	(Rachmadi et al., 2021)

(Rachmadi et al., 2021)

	Rotavirus
	Surface waters
	1.913 - 5.812
	log 10 copies/L
	458
	990
	82
	(Sylvestre et al., 2021)Bortagaray et al., 2020)(Pang et al., 2019)(Rachmadi et al., 2021)(Vergara et al., 2015)(Pisharody et al., 2021)(Hata et al., 2021)(Gu et al., 2018)(Miura et al., 2019)Rezaeinejad et al., 2014Liang et al., 2015Prevost et al. (2015)(Prevost et al., 2016)(Mackowiak et al., 2018)Hamza et al., 2009(Diston et al., 2018)Lodder and de Roda Husman, 2005Tandukar 2018


(Bortagaray et al., 2020; Diston et al., 2018; Gu et al., 2018; Hamza et al., 2009; Hata et al., 2021; Liang et al., 2015; Lodder and De Roda Husman, 2005; Mackowiak et al., 2018; Miura et al., 2019; Pang et al., 2019; Pisharody et al., 2021; Prevost et al., 2016, 2015; Rachmadi et al., 2021; Rezaeinejad et al., 2014; Sylvestre et al., 2021b; Tandukar et al., 2018; Vergara et al., 2015)

	Rotavirus
	Subsurface water
	minus 1.522 -2.35
	log 10 copies/L
	16
	2190
	166
	(Stokdyk et al., 2020)(Miura et al., 2021)Borchardt et al., 2012

(Borchardt et al., 2012; Miura et al., 2021; Stokdyk et al., 2020)

	Rotavirus
	Treated water
	3.7
	log 10 copies/L
	5
	110
	51
	(Malla et al., 2019)(Prevost et al., 2016)

(Malla et al., 2019; Prevost et al., 2016)

	Sapovirus GI
	Treated effluent
	2.716 - 5.04
	log 10 copies/L
	36
	137
	9
	(Farkas et al., 2018)Kitajima et al., 2011Haramoto et al., 2008bKitajima et al., 2014Qiu 2018

(Farkas et al., 2018; Haramoto et al., 2008; Kitajima et al., 2014, 2011; Qiu et al., 2018)

	Sapovirus GI
	Surface waters
	1 - 4.63
	log 10 copies/L
	69
	304
	31
	(Pang et al., 2019)(Farkas et al., 2018)Haramoto et al., 2008bHaramoto et al., 2012(Prevost et al., 2016)

(Farkas et al., 2018; Haramoto et al., 2012, 2008; Pang et al., 2019; Prevost et al., 2016)

	
	
	
	
	
	
	
	

	Phage/Indicator
	Matrix
	Max range
	Unit
	nD+
	nD
	nS
	References

	
	
	
	
	
	
	
	

	Total coliphage
	Treated effluent
	6.73
	log 10 (PFU)/L
	10
	10
	2
	(Nasser et al., 2021)

(Nasser et al., 2021)

	Total coliphage
	Reclaimed water
	1.07
	log 10 (PFU)/L
	6
	22
	1
	(Bailey et al., 2018)

(Bailey et al., 2018)

	Total coliphage
	Subsurface water
	2.96-3
	log 10 (PFU)/L
	10
	134
	3
	(Powell et al., 2003

(Powell et al., 2003)

	Somatic Coliphage
	Treated effluent
	1.79 - 6.577
	log 10 (PFU)/L
	47#
	57#
	27
	(Purnell et al., 2020)(Ballesté et al., 2019)(Wu et al., 2020)Hamza et al., 2011Lodder and de Roda Husman, 2005


(Ballesté et al., 2019; Hamza et al., 2011; Lodder and De Roda Husman, 2005; Purnell et al., 2020; Wu et al., 2020)

	Somatic Coliphage
	Reclaimed water
	0.778 - 3
	log 10 (PFU)/L
	12
	67
	4
	(Bailey et al., 2018)(Ryu et al., 2021)

(Bailey et al., 2018; Ryu et al., 2021)

	Somatic Coliphage
	Surface waters
	1.679 - 5.615
	log 10 (PFU)/L
	614#
	659#
	43
	(Mattioli et al., 2021)(Purnell et al., 2020)(Ballesté et al., 2019)Stachler et al., 2018)Cooksey et al., 2019)(Vergara et al., 2015)(Pisharody et al., 2021)Hamza et al., 2009Rezaeinejad et al., 2014Liang et al., 2015(Mackowiak et al., 2018)Lodder and de Roda Husman, 2005Hamza et al., 2011


(Ballesté et al., 2019; Cooksey et al., 2019; Hamza et al., 2011, 2009; Liang et al., 2015; Lodder and De Roda Husman, 2005; Mackowiak et al., 2018; Pisharody et al., 2021; Purnell et al., 2020; Rezaeinejad et al., 2014; Stachler et al., 2018; Vergara et al., 2015)


	Somatic Coliphage
	Subsurface water
	0.739 - 2.8
	log 10 (PFU)/L
	69
	126
	62
	(Mattioli et al., 2021)(Stallard et al., 2021)(Kauppinen et al., 2018)

(Kauppinen et al., 2018; Mattioli et al., 2021; Stallard et al., 2021)

	F+ coliphage
	Treated effluent
	5.0791
	log 10 (PFU)/L
	5
	5
	1
	Lodder and de Roda Husman, 2005

(Lodder and De Roda Husman, 2005)

	F+ coliphage
	Reclaimed water
	0.518 - 3.045
	log 10 (PFU)/L
	7
	67
	4
	(Ryu et al., 2021)(Bailey et al., 2018)

(Bailey et al., 2018; Ryu et al., 2021)

	F+ Coliphage
	Surface waters
	2.3 - 5
	log 10 (PFU)/L
	385
	525
	36
	(Mattioli et al., 2021)(Merrett et al., 2013)(Hata et al., 2021)(Vergara et al., 2015)Cooksey et al., 2019)Rezaeinejad et al., 2014Liang et al., 2015Lodder and de Roda Husman, 2005


(Cooksey et al., 2019; Hata et al., 2021; Liang et al., 2015; Lodder and De Roda Husman, 2005; Merrett et al., 2013; Rezaeinejad et al., 2014; Vergara et al., 2015)

	F+ coliphage
	Subsurface water
	2.2 - 3.29
	log 10 (PFU)/L
	84
	126
	62
	(Stallard et al., 2021)(Mattioli et al., 2021) Kauppinen et al., 2018)

(Kauppinen et al., 2018; Stallard et al., 2021)


	FRNAPH Genogroup I
	Treated effluent
	6.72
	log 10 (PFU)/L
	u#
	4#
	1
	(Fauvel et al., 2016)

(Fauvel et al., 2016)

	FRNAPH Genogroup I
	Surface waters
	1.94 - 6.75
	log 10 (PFU)/L
	205
	468
	31
	(Fauvel et al., 2016)(Hata et al., 2021)(Gu et al., 2018)(Vergara et al., 2015)(Pisharody et al., 2021)Wolf et al., 2010

(Fauvel et al., 2016; Gu et al., 2018; Hata et al., 2021; Pisharody et al., 2021; Vergara et al., 2015; Wolf et al., 2010)

	FRNAPH Genogroup II
	Treated effluent
	6.68
	log 10 (PFU)/L
	u#
	4#
	1
	(Fauvel et al., 2016)

(Fauvel et al., 2016)

	FRNAPH Genogroup II
	Surface waters
	2.79 - 6.38
	log 10 (PFU)/L
	224
	459
	29
	(Fauvel et al., 2016)(Hata et al., 2021)(Gu et al., 2018)(Vergara et al., 2015)Wolf et al., 2010

(Fauvel et al., 2016; Gu et al., 2018; Hata et al., 2021; Vergara et al., 2015; Wolf et al., 2010)

	FRNAPH Genogroup III
	Treated effluent
	5.49
	log 10 (PFU)/L
	u#
	4#
	1
	(Fauvel et al., 2016)

(Fauvel et al., 2016)

	FRNAPH Genogroup III
	Surface waters
	1.98 - 5.14
	log 10 (PFU)/L
	72
	459
	10
	(Fauvel et al., 2016)(Hata et al., 2021)(Gu et al., 2018)(Vergara et al., 2015)Wolf et al., 2010

(Fauvel et al., 2016; Gu et al., 2018; Hata et al., 2021; Vergara et al., 2015; Wolf et al., 2010)

	FRNAPH Genogroup IV
	Surface waters
	1.84 - 3.602
	log 10 (PFU)/L
	6
	119
	2
	(Gu et al., 2018)(Vergara et al., 2015)Wolf et al., 2010

(Gu et al., 2018; Vergara et al., 2015; Wolf et al., 2010)

	Infectious FRNAPH
	Treated effluent
	4.92
	log 10 (PFU)/L
	u#
	6#
	1
	(Fauvel et al., 2016)

(Fauvel et al., 2016)

	Infectious FRNAPH
	Surface waters
	3.02-4.857
	log 10 (PFU)/L
	292
	308
	6
	(Fauvel et al., 2016)(Hartard et al., 2016)

(Fauvel et al., 2016; Hartard et al., 2016)

	Crassphage
	Treated effluent
	5.3 - 8.5
	log 10 copies/L
	69
	108
	28
	(Morrison et al., 2020)Kongprajug 2019Jennings et al., 2020)(Ballesté et al., 2019)(Tandukar et al., 2020)(Farkas et al., 2019)(Wu et al., 2020)

(Ballesté et al., 2019; Farkas et al., 2019; Jennings et al., 2020; Kongprajug et al., 2019; Morrison et al., 2020; Tandukar et al., 2020a; Wu et al., 2020)

	Crassphage
	Surface waters
	5.69 - 8.291
	log 10 copies/L
	160
	253
	39
	(Ward et al., 2020)Jennings et al., 2020)(Ballesté et al., 2019)(Farkas et al., 2019)Kongprajug 2019Stachler et al., 2018)(Ahmed et al., 2019)

(Ahmed et al., 2019; Ballesté et al., 2019; Farkas et al., 2019; Jennings et al., 2020; Kongprajug et al., 2019; Stachler et al., 2018; Ward et al., 2020)

	Crassphage
	Subsurface water 
	1.16
	log 10 copies/L
	1
	18
	3
	(Morrison et al., 2020)

(Morrison et al., 2020)

	TMV
	Treated effluent
	4.5
	log 10 copies/L
	12
	13
	1
	(Tandukar et al., 2020)

(Tandukar et al., 2020a)

	TMV
	Surface waters
	9.000
	log 10 copies/L
	16
	18
	3
	Tandukar 2018

(Tandukar et al., 2018)

	TMV
	Treated water 
	6.3
	log 10 copies/L
	57
	61
	47
	(Malla et al., 2019)

(Malla et al., 2019)

	PMMoV
	Treated effluent
	2.27-9.84
	log 10 copies/L
	82
	83
	30
	(Morrison et al., 2020)(Tandukar et al., 2020)Rosario et al., 2009bKitajima et al., 2014Betancourt et al., 2014Kuroda et al., 2015(Miura et al., 2021)Hamza et al., 2011

(Betancourt et al., 2014; Hamza et al., 2011; Kitajima et al., 2014; Kuroda et al., 2015; Miura et al., 2021; Morrison et al., 2020; Rosario et al., 2009; Tandukar et al., 2020a)

	PMMoV
	Surface waters
	3.586 - 8
	log 10 copies/L
	396
	474
	87
	(Gu et al., 2018)(Hata et al., 2021)(Ahmed et al., 2019)(Canh et al., 2021)Haramoto et al., 2013Betancourt et al., 2014Kuroda et al., 2015Tandukar 2018Hamza et al., 2011

(Ahmed et al., 2019; Betancourt et al., 2014; Canh et al., 2021; Gu et al., 2018; Hamza et al., 2011; Haramoto et al., 2013; Hata et al., 2021; Kuroda et al., 2015; Tandukar et al., 2018)

	PMMoV
	Subsurface water 
	1.27 - 6.146
	log 10 copies/L
	93
	1029
	162
	(Morrison et al., 2020)(Miura et al., 2021)(Stokdyk et al., 2020)Betancourt et al., 2014Kuroda et al., 2015


(Betancourt et al., 2014; Kuroda et al., 2015; Miura et al., 2021; Morrison et al., 2020; Stokdyk et al., 2020)


	PMMoV
	Treated water
	2.9 - 4.9
	log 10 copies/L
	48
	114
	60
	(Malla et al., 2019)(Canh et al., 2021)Kuroda et al., 2015

(Canh et al., 2021; Kuroda et al., 2015; Malla et al., 2019)
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